Deciphering the transcriptomic insight during organogenesis in castor (Ricinus communis L.), jatropha 1 (Jatropha curcas L.) and sunflower (Helianthus annuus L.) 2 3 Abstract 21 Background: Castor is a non-edible oilseed crop with a multitude of pharmaceutical and industrial uses.
139
unigenes between the control and cultured samples of castor, sunflower and jatropha, respectively were pooled out 140 and further used as transcriptome.
142
Estimation of differentially expressed genes 143 To obtain differentially expressed genes/transcripts (DEGs), trimmed reads of C-SD, CC, J-SD, JC, and S-SD, SC 144 were aligned with assembled transcriptomes of castor, jatropha and sunflower, respectively. Alignment percentages 145 of the reads ranged from 73.6% to 94.2% with the highest alignment percentage observed in castor control tissue 146 (94.2%). A total of 15,194,137 reads were aligned from 161,898,810 filtered paired-end reads in cultured castor 147 samples while 12,297,920 reads were aligned from 13,049,576 filtered paired end reads in the controls (Table 2 ).
148
Alignment results indicated 98,414, 84,375 and 120,779 unique transcripts (after removal of redundant transcripts) 149 in castor (Additional file 1: Table S1), jatropha (Additional file 2: Table S2 ) and sunflower, (Additional file 3: 150 Table S3 ) respectively along with their basic, structural, functional information that has been predicted using 151 BLASTX. It has been identified that 55,576 (69.39%), 40,402 (64.41%) and 52,638 (61.73%) transcripts of castor, 152 jatropha and sunflower have at least one significant hit in NCBI database with identity of 40% at protein level and 153 E-value of >=1e-5 ( Table 2 ). The expression levels were calculated using a normalizing statistic called fragments Tables S4-S9   194 with their functional and structural descriptions.
196

DEGs involved in callus formation, plant growth and hormone metabolism
197
Genes that play an important role in auxin biosynthesis were observed in the three crops. Particularly, in castor, 198 higher number of genes that play critical role in maintaining auxin levels were found to be downregulated while Tables S6, S7 and Tables S8 and S9, Figure 7 and additional file 5: Table S16 show that the 1 0 for castor); upregulated followed by downregulation ( Fig. 7c , g, k for castor, jatropha and sunflower, respectively) 304 and vice versa (Fig. 7j , k, i for castor, jatropha and sunflower, respectively).
306
Discussion
307
Callus is an unorganized, undifferentiated mass of cells with root and shoot primordials produced from a single 308 differentiated cell and many callus cells exhibit totipotency [38, 39] 747 748 Table 1 Summary of raw and trimmed reads with assembled reads statistics. 
